Figure 1 - Reina-San-Martin, B. et ai 
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Figure 2 - Reina-San-Martin, B. et at. 



< 

Tc MR KS VC ? KQ KFFFSAFPFFFF FCVF ? L 1 5 RTGQ E XL L FDQXYK 1 1 XGS X XE XX XNQRANRR E KQQ XR E I MR FX K3 75 

Cs - - MXFSXG 5 

Pa MQR 3 



TC r TC I D MKT E GE AAR I VTS G L ? H I PG5 N~MAE X KAY LQ E NMD YLRRG I MLE PRGKDDM FG AFL FD ? I E E G AD L GMV F 150 
Cs IHAIDSKTMGEPTRIWGGIPQINGSTiVLAD:^ 31 
Pa IRIIDSHTGGEPTRLVIGGFPDLGQGDMASRRRLLGERKDAWRAACILEPRGSDVLVGALLCAPVDPEACAGVIF 73 



Tc MDTGGYLNMCGHNS I AAVTAAVETGI VSVPAXATNV? WLDTPAGLVRGTAKLQ5GTES 5 VSNAS 1 I NVPS FLYQ 225 

Cs MDGGG YLNMCGKGS I GAATVAVETGMVEMVE PVTNI N - -MEAPAGLI XAKVMVEN EKVXSVSITNVPSFLYM 151 

Pa FNNSGYLGMCGHGTIGLVASLAHLGRIGPGV KR I ET ? VGEVS ATLH - EDGS VS VRNVPAYR YR 140 



Tc Q DVW/L ? X P YGE VR VD I A 7GGN ? FA IV? AS Q LG I D I S VQN LS RLQE AG E LLRTE I NRS V XV Q H PQL ? H I N'TVD C 300 
Cs E D A KL E V ? S LN XT I T FD ISFGGSFFAII HAXE LGV KVETSQ VD VL XXLG IEIRDLINEKI XVQH ? E L E K I XTVD L 225 
Pa RQVSVEVPGI -GRVSGDIAWGGNWFFLVAGH- -GQRLAGDNLDALTAYTVAVQQALDD QDIRGEDGGAIDH 20 3 



Tc VEI YGPPTNPEANYKNVVI FGNRQADR 
Cs VE I YDS PSNPE ATYXNWI FGQGQVDR 
Pa IELFAD- -DPKADSRNFVLCPGXAYDR 



SPCGT 
SPCGT 
SPCGT 



GTS AXMATLYAXGQLR I GET FVYES I LGS LFQGR V - - LGEE 371 
GTSAXLATLYXXGHLXIDEXFVYESITGTMFXGRV- - LEET 2 97 
GTSAXLACLAADGXLLPGQPWRQASVIGSQFEGRYEWLDGQ 27 9 



Tc RIPGVKVPVTXDAEEGMLVVTAEITGrCAFIMGFNTMLFDPTDPFXNGFTLXQ* 4 23 

Cs XVGEFD AIIPEITGGAYITGFN*KFVID?ED?LXYGFTV*-- 335 

Pa ? GG ? I V?T I RGRAKVS AS ATLLLAD DO PFAWG I RR* 3 14 
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FIGURE 3(a) 
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FIGURE 3(b) 




FIGURE 3(c) 
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FIGURE 4 



Splice leader 
acceptor sites 



Polypvrimidine rich region 

a 

CCTTTTTCTTTTT AAAAACAAAAAAAATTCCGGGGGGAA7ATSSAACAGGGTAT 




3taaaag7gtc7gtcccaaacaaaaa77t77t 
:ttc7gtttgLcaaaLtIt 



TTTTCCGCCTTCCCATTTTTTTT^ $ % ? Q a £ x L , F , Q v v 

AAAA77A77AAGGGCGAGAAAAAAGAAAAGAAAAAAAA7CAACGAGCAAACA^^ 

5_S I '< GEKXEKKKNQRANRREKQQKRE I ~TT~ R F* 

PlAGAAATCATTCACATGCATCGACATGCATACGGAAGGTGA-^GCAGCACGGATTGTGACGAGTGGTTTGCCACACATTCCAGGTTC^-^ 

KKS FTCI DMHTEGEAAR I V T 5 G L ? H r d q S~"V 

atggcggagaagaaagcatacctgcaggaaaacatggattatttgaggcgtggcataatgctggaaccacgtgg^ca^ga^gatatg-^^ 
>2 a e k k a y l q e n m d y l r r g i m l e p r g h d q " v " r- " 

ggagcctttttatttgaccctattgaagaaggcgctgacttgggcatggtattcatggataccggtggctatttaaatatgtgtggac^ 
gaflfdpieegadlgmvfmotggyln mcg'h" 
£-ac7caa77gcagcgg77acggcggcag77gaaacgggaa77g7gagcg7gccggcgaaggcaac^^^ 

N S I A A V T A A V E T G I V S V ? A K". A T M V ? V v r " D "t 
CCTGCGGGGTTGGTGCGCGGTACGGCACACCTTCAGAGTGGTACTGAGAGTGAGGTGTCAJL^TGCGAGTATTA^C^TG^AC^C^ 1 "^^^" 
g A G L V R GTAHLQSGTESEVSNASI I N V => 3' 

TTGTA7CAGCAGGATGTGGTGG7TG7GTTGCCAAAGCCC7ATGG7GAAG7ACGGG77GA7AT7GCAT7TGGAGGCA^T^7^7TCGCC-^^ 
LYQQDVVVVLPKPYGEVR V D I A F G G N ~* - A ^ 

GTTCCCGCGGAG«GTTG«5AATTGATATCTCCGTTCAAAACCTCTCCASGCT 
VPAEQLGIDISVQNL5RL QEAGELLR7 - r n; * 

CGCAG7G7GAAGG77CAGCACCC7CAGC7GCCCCA7A77AACAC7G7GGAC7G7G77GAGA7A7ACGG7CCGCCAJ=iCG^ACCCGG-GGCA 

R S V K V Q K ? Q L ? K I N 7 V D C V E I Y G ? ? 7 N o r ^* 
AAC7 AC AAG AACG77 G7G A7 A777GGC AA7CG C C AGG CGG AT CG CT CT CC A7G7GGGAC AGGCACC AG CGC CAAGATGGC AAC AC^* 7 " 7 A v 

N * Y K N_V_V_I F G N R QADRSPCGTGTSAK M A 7 L " Y " 

GCCA-AAGGCCAGCTTCGCATCGGAGA.GACTTTTGTGTACGAGAGCATACTCGGCTCACTCTTCCAGGGCAGGGTAC^TGGGGAGG-GCG A 

2 '6 GQLRIGE7FVYESILG5LF QGRVLG-*-R* 

ATACCGGGGGTGAAGGTGCCGGTGACCAAAGATGCCGAGGAAGGGATGCTCGTTGTAJ^CGGCAGAAATTACTGGA- AGGCT^T^A^CA^G 

I ? G V K V ? V 7 K D A E E G >! L V V 7 A Z I 7 G K A " - * M 

GG777CAACACCA7GC7G777GACCCAACGGA7CCG777AAGAACGGA77CACA77AAAGCAG7AGA7C7GG7AGAGCACAG" AC^A^* 7 
G FN 7 MLFDP7DPFKMGF71 K Q * 

GGGG AACACG7GCGAACAGG7GC7GC7ACG7GAAGGG7A77GAA7GAA7CG777777777A77777A777777A77777A77AG7GCA77 

ATTATTA_AATTTTTT7TTTGT77TGGGGTTTCA^ACGG7ACCGCG7TGGGAGCAGGGAJ\GCGATAGCGGCCGGACAA7777T7GC7TTTAT 

777CA7777CA7C77CC7ACCCAACCCCC77GG77CCACCGG7CGCGGCGGGG7C77G7GGG7GGAGGAG7CC7AA.=,7CCCGCACC7CGG 
A3GAATAAACATA777CAATTTCATA7CTTGGAA7CAAAAGGCAT 
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Polyadenilation site 
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Oos : Underlined the sequenced peptides used to deduce degenerated primers f 



Nucleotide sequence and peptide sequence TcPA45 



FIGURE 5 



FIGURE 6 
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Day 7 after injection 
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FIGURE 7 
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FIGURE 8 




FIGURE 9 



AJe*a-F(at>')2 Chronic sarjm 




An5-rTcPA45 serum 



FIGURE 10(a) 



FIGURE 10(b) 




FIGURE 10(c) 




FIGURE 10(d) 




FIGURE 11(a) 




FIGURE 11(b) 




FIGURE 12 




FIG. 14 



